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□ 1: E36418. Raffinose synthas...[gi:13019216] 


Links 


LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 


REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 


E36418 1762 bp DNA linear PAT 18-JUN-2001 

Raffinose synthase gene. 

E36418 

E36418 .1 GI : 13019216 
JP 2000014389-A/2 . 
Brassica napus (rape) 
Brassica napus 

Eukaryota / Viridiplant ae ; S t reptophyta ; Embryophyt a ; Tracheophyta ; 
Spermatophyta; Magnoliophyta; eudicotyledons ; core eudicots; 
Rosidae; eurosids II; Brassicales; Brassicaceae ; Brassica. 
1 (bases 1 to 1762) 
Eijiro,W. and Kenji,0. 
Raffinose synthase gene 
Patent: JP 2000014389-A 
SUMITOMO CHEM CO LTD 


2 18-JAN-2000; 


OS 
PN 
PD 
PF 
PR 
PI 
PC 


Brassica napus 
JP 2000014389-A/2 
18- JAN-2000 

10-DEC-1998 JP 1998351246 


EIJIRO WATANABE, KENJI OEDA 

C12N15/09,A01H5/00,C12Nl/21,C12N5/l0,C12N9/88, C12Q1/68// PC 
(C12N1/21,C12R1:19) , (C12N5/ 10 , C12R1 : 91 ) , (C12N9/88 , C12R1 : 19) , PC 
(C12N9/88 / C12Rl:91) , C12N15 /00 , C12N5/ 00 , (C12N5/ 00 , C12R1 : 91 ) CC 


FH 
FT 


Key 
CDS 


FEATURES 

source 


435 a 


Location/Qualifiers 
(1) . . (1719) . 
Location/Qualif iers 
1. .1762 

/organism= "Brassica napus" 
/ db_xr e f = " t axon : 3 7 0 8 " 

384 c 459 g 479 t 


5 others 


BASE COUNT 
ORIGIN 

1 ttggaagaaa aaacgccgcc gggaatcgtc gataagttcg ggtggtgcac gtgggatgcg 

61 ttttatttga cggtgaaccc tgacggagtt cataagggtg ttaagtgtct cgtcgacggt 

121 ggttgtccgc cgggattggt cctaatcgac gacggttggc aatcgattgg acatgactcc 

181 gatggtatcg atgttgaagg gatgagttgt accgtcgccg gggagcaaat gccttgcagg 

241 cttccgaaat ttcaagagaa cttcaagttc agagactacg tctctccgaa agacaaaaac 

3 01 gaagtcggga tgaaagcttt cgtcagagat ctgaaagaag aattctccac cgttgattac 

3 61 atctacgtct ggcacgcgct ttgcggytac tggggwggtc ttcgtcccgg agctcctact 

421 cttccgccst cractattgt ccgrccagag ctctcgccgg ggcttaagtt gacgatgcaa 

481 gatctcgccg ttgataagat catcgatacc ggaatcggat tcgtctcgcc ggacatggcg 

541 aacgagtttt acgaaggtct tcactctcat cttcaaaacg tcggcattaa cggcgttaaa 

601 gttgacgtta tccacatact ggagatgttg tgcgagaaat atggcgggag agttgacttg 

661 gctaaagctt acttcaaggc gttaacgtcg tcagtgaata agcattttga cggcaacgcc 

721 gttatcgcca gcatggagca ctgtaatgac ttcatgttcc ttggaaccga agccatctct 

781 ctaggtcgtg tcggtgatga cttttggtgc acggatccat ctggcgacat taacggcacg 

841 tattggctgc aaggatgtca catggtccac tgtgcctaca acagtctttg gatgggaaat 
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901 ttcatccagc ctgattggga catgtttcag tccacacatc cttgtgctga gttccatgct 

961 gcttcacgtg ccatctccgg tgggcccatt tacatcagcg attgtgtggg ccagcacgat 

1021 ttcgatctct tgaggagact cgttttgcct gacggttcga ttttgaggtg tgagtactat 

1081 gctctcccaa ctcgtgaccg tctctttgaa gaccctcttc atgatggcaa aaccatgctc 

1141 aagatttgga acttgaacaa gtacactgga atcatcggag cattcaactg tcaaggagga 

1201 ggatggtgca gagaaactcg acgcgaccaa tgcttctccc aatgcgttaa cacgttaacc 

1261 gccacaacaa atcctaatga cgttgaatgg aacagtggga acaacccgat ctccattgaa 

1321 aacgttgaag agtttgcttt gttcttgtct caatccaaga agcttgtgtt gtccgggcaa 

1381 aacgatgatc tcgagatcac attagagccc ttcaagttcg agctcatcac tgtctcacca 

1441 gttgtcacca ttgagggcag ttcggttcag tttgctccaa tcggattggt taacatgctt 

1501 aacactagcg gtgcgattcg atccttggtt tatcatgagg aatccgttga gatcggtgtt 

1561 cgtggtgctg gagaattcag ggtttatgca tcgaagaaac ctgtgagctg caagattgat 

1621 ggtgaagatg ttgagtttgg gtacgaagag tcaatggtga tggttcaagt gccttggtct 

1681 gcaccagagg gtttgtcttc tattaagtat ttgttttaga gttatttaag gtgcttaatt 

1741 gaaaaaaaaa aaaaaaaaaa aa 
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□ 1: AF073744. Cucumis sativus r...[gi:4106394] 


Links 


LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 


AF073744 2569 bp 

Cucumis sativus raffinose synthase 
AF073744 

AF073 744 .1 GI : 41063 94 


mRNA linear PLN 05 -JAN- 1999 
(Rfs) mRNA, complete cds . 


Cucumis 
Cucumis 


sativus 
sativus 


(cucumber) 


Eukaryota ; Viridiplantae ; S t reptophyta ; Embryophyt a ; Tracheophyt a ; 

Spermatophyta; Magnoliophyta; eudicotyledons ; core eudicots; 

Rosidae; eurosids I; Cucurbitales ; Cucurbitaceae; Cucumis. 
REFERENCE 1 (bases 1 to 2569) 

AUTHORS Ohsumi , C . , Nozaki , J . and Kida , T . 
TITLE Direct Submission 

JOURNAL Submitted (22 - JUN-1998) Central Research Laboratories, Aa j inomoto 
Co. Inc., 1-1, Suzuki-cho, Kawasaki-ku, Kawasaki 210-8681, Japan 
FEATURES Location/Qualifiers 
source 1 . .2569 

/organism= "Cucumis sativus" 
/ db_xr e f = "t axon : 3 6 5 9 " 
/ tissue_type- " leaf " 
/ dev_stage= "mature " 
gene 1 . .2569 

/gene="Rf s" 
CDS 56. .2410 

/gene="Rf s" 
/EC_number= " 2.4.1.82 " 
/codon_start=l 

/product^ " raffinose synthase " 
/protein id=" AAD02832 . 1 " 
/db_xref="GI :4106395" 

/translation= n MAPSFKNGGSNWSFDGLNDMSSPFAIDGSDFTVNGHSFLSDVP 
ENIVASPSPYTSIDKSPVSVGCFVGFDASEPDSRHWSIGKLKDIRFMSIFRFKVWWT 
THWVGRNGGDLESETQIVILEKSDSGRPYVFLLPIVEGPFRTSIQPGDDDFVDVCVES 
GSSKWDASFRSMLYLHAGDDPFALVKEAiVIKIVRTHLGTFRLLEEKTPPGIVDKFGWC 
TWDAF YLTVHPQGVI EGVRHLVDGGCPPGLVL IDDGWQS IGHDSDP I TKEGMNQTVAG 
EQMPCRLLKFQENYKFRDYVNPKATGPRAGQKGMKAFIDELKGEFKTVEHVYVWHALC 
GYWGGLRPQVPGLPEARVIQPVLSPGLQMTMEDLAVDKIVLHKVGLVPPEKAEEMYEG 
LHAHLEKVGIDGVKIDVIHLLEMLCEDYGGRVDLAKAYYKAMTKSINKHFKGNGVIAS 
MEHCNDFMFLGTEAISLGRVGDDFWCTDPSGDPNGTFWLQGCHMVHCANDSLWMGNFI 
HPDWDMFQSTHPCAAFHAASRAISGGPIYVSDSVGKHNFDLLKKLVLPDGSILRSEYY 
ALPTRDCLFEDPLHNGETMLKIWNLNKFTGVIGAFNCQGGGWCRETRRNQCFSQYSKR 
VTSKTNPKDIEWHSGENPISIEGVKTFALYLYQAKKLILSKPSQDLDIALDPFEFELI 
TVSPVTKLIQTSLHFAPIGLVNMLNTSGAIQSVDYDDDLSSVEIGVKGCGEMRVFASK 
KPRACRIDGEDVGFKYDQDQMVWQVPWPIDSSSGGISVIEYLF" 

BASE COUNT 641 a 527 c 643 g 755 t 3 others 

ORIGIN 

1 aaaaaacaac ccttctttta gttttttggg tttgtttctt cttttcttct cacaaatggc 
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61 tcctagtttt aaaaatggtg gctccaacgt agtttcattt gatggcttaa atgacatgtc 
121 gtcaccgttt gcaatcgacg gatcggattt cactgtgaac ggtcattcgt ttctgtccga 
181 tgttcctgag aacattgttg cttctccttc tccgtacact tcgatagaca agtccccggt 
241 ttcggttggt tgctttgttg gattcgacgc gtcggaacct gatagccgac atgttgtttc 
3 01 gattgggaag ctgaaggata ttcggtttat gagtattttc aggtttaagg tttggtggac 
361 tacacactgg gttggtcgaa atggtgggga tcttgaatcg gagactcaga ttgtgatcct 
421 tgagaagtca gattctggtc gaccgtatgt tttccttctt ccgatcgttg agggaccgtt 
481 ccgaacctcg attcagcctg gggatgatga ctttgtcgat gtttgtgtcg agagtggttc 
541 gtcgaaagtt gttgatgcat cgttccgaag tatgttgtat cttcatgctg gtgatgatcc 
601 gtttgcactt gttaaagagg cgatgaagat cgtgaggacc catcttggaa cttttcgctt 
661 gttggaggag aagactccac caggtatcgt ggacaaattc ggttggtgca cgtgggacgc 
721 gttttaccta acggttcatc cacagggcgt aatagaaggc gtgaggcatc tcgtcgacgg 
781 cggttgtcct cccggtttag tcctaatcga cgatggttgg caatccatcg gacacgattc 
841 ggatcccatc accaaagaag gaatgaacca aaccgtcgcc ggcgagcaaa tgccctgccg 
901 tcttttgaaa ttccaagaga attacaaatt ccgtgactac gtcaatccca aggccaccgg 
961 cccccgagcc ggccagaagg ggatgaaggc gtttatagat gaactcaaag gagagtttaa 
1021 gactgtggag catgtttatg tttggcatgc tttgtgtgga tattggggtg gccttcgccc 
1081 gcaggtgcct ggcttgcctg aggcacgtgt gattcagcca gtgctttcac cagggctgca 
1141 gatgacgatg gaggatttgg cggtggataa gattgttctt cataaggtcg ggctggtccc 
12 01 gccggagaag gctgaggaga tgtacgaagg acttcatgct catttggaaa aagttgggat 
1261 cgacggtgtt aagattgacg ttatccacct attggagatg ttgtgtgaag actatggagg 
1321 gagagtggat ttggcaaagg catattacaa agcaatgacc aaatcaataa ataaacattt 
1381 taaaggaaat ggagtcattg caagtatgga acattgtaac gacttcatgt tccttggcac 
1441 ggaagctatc tctcttggtc gtgttggtga tgacttttgg tgcacggacc cctctggtga 
1501 tccaaacggt acgttttggc tccaaggatg tcacatggtt cattgtgcca acgacagctt 
1561 gtggatgggg aacttcatcc accctgactg ggatatgttc caatccaccc acccttgtgc 
1621 cgccttccat gctgcctctc gagccatctc tggtggcccg atctatgtta gtgattctgt 
1681 gggaaagcat aactttgatc ttctgaaaaa actagtgctt cctgatggat cgatccttcg 
1741 aagtgagtac tatgcactcc cgactcgcga ttgtttgttt gaagaccctt tgcataatgg 
1801 agaaactatg cttaagattt ggaatctcaa caagttcact ggagtgattg gtgcattcaa 
1861 ctgccaagga ggaggatggt gtcgtgagac acgccgcaac caatgctttt cacaatactc 
1921 aaaacgagtg acatccaaaa ctaacccaaa agacatagaa tggcacagtg gagaaaaccc 
1981 tatctctatt gaaggcgtta aaacctttgc gctttacctc tatcaagcca aaaaacttat 
2041 cctctccaag ccctctcaag atcttgacat agctcttgac ccattcgaat tcgagctcat 
2101 cactgtttca ccagtgacca aactcatcca aacttctcta cactttgccc caattgggct 
2161 ggtgaacatg cttaacacta gtggagccat ccaatctgtg gactatgacg atgacctaag 
2221 ctcagtcgag attggtgtca aagggtgtgg tgagatgcga gtatttgcat cgaaaaaacc 
2281 aagggcttgt cgtattgatg gggaggatgt tgggttcaag tatgatcagg accaaatggt 
2341 ggtggttcaa gtgccatggc caattgattc ttcatcgggt ggcatttcgg ttatcgagta 
2401 cttgttttaa tttttattta tgtaragctc aatgattgtt gttgttgtcg ctgttgttgc 
2461 tatcaatgta tttctctcca aaagaaaatt atgtgtaatt tggagagtaa ttaagtgagt 
2521 kaaattttaa ataaractac ttttaattat ttatcaaaaa aaaaaaaaa 
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□ 1: E24426. Raffmose synthas...[gi:13018166] 


Links 


LOCUS E2442 6 993 bp DNA 

DEFINITION Raffinose synthase gene and use thereof, 
ACCESSION E24426 

VERSION E24426.1 GI: 13018166 

KEYWORDS JP 1999215984-A/4 . 
SOURCE uni dent i f i ed 

ORGANISM unidentified 
unclassified. 
REFERENCE 1 (bases 1 to 993) 

AUTHORS Eijiro,W. and Kenji,0. 

TITLE Raffinose synthase gene and use thereof 

JOURNAL Patent: JP 1999215984-A 4 10 -AUG- 1999 / 
SUMITOMO CHEM CO LTD 
COMMENT OS Zea mays L. (maize) 

JP 1999215984-A/4 
10-AUG-1999 

12-DEC-1997 JP 1997342899 


linear 


PAT 18-JUN-2001 


PN 
PD 
PF 
PR 
PI 
PC 


EIJIRO WTANABE , KEN J I OEDA 

C12N15/09,C07K14/415,C07K16/l6,C12Nl/21,C12N5/l0,C12N9/88, PC 
C12Q1/527, 

PC C12Ql/68,G01N33/573// (C12N15/09 , C12R1 : 91) , (C12N1/2 1 , C12R1 : 19 ) , 
PC (C12N5/10 / C12R1:91) , (C12N9/88 , C12R1 : 91) , (C12N9/88 , C12R1 : 19) , 
PC C12N15/00, 

PC C12N5/00, (C12N15/00 # C12R1:91) , (C12N5/0 0 , C12R1 : 91 ) CC 
Strandedness : Single ; 
CC Topology: Linear; 

FH Key Location/Qualifiers 
FT peptide 2 . . 817 . 

FEATURES Location/Qualifiers 
source 1 . . 993 

/ organism= "unidentified" 
/ db_xr e f = " t axon : 3 2 6 4 4 " 
BASE COUNT 153 a 334 c 309 g 197 t 

ORIGIN 

1 ccagtccacg cacccctgcg ccgccttcca cgccgcgtcc cgcgccatct ccggcgggcc 
61 catctacgtc agcgactcgg tggggcagca cgacttcgcg ctgctccgcc gcctggcgct 
121 ccccgacggc accgtcctcc ggtgcgaggg ccacgcgctg cccacgcgcg actgcctctt 
181 cgccgacccg ctccacgacg gccggaccgt gctcaagatc tggaacgtga accgcttcgc 
241 cggcgtcgtc ggcgccttca actgccaggg cggcgggtgg agccccgagg cgcggcggaa 
301 caagtgcttc tcggagttct ccgtgcccct ggccgcgcgc gcctcgccgt ccgacgtcga 
361 gtggaagagc ggcaaggcgg ggccaggcgt cagcgtcaag gacgtctccc agttcgccgt 
421 gtacgcggtc gaggccagga cgctgcagct gctgcgcccc gacgagggcg tcgacctcac 
481 gctgcagccc ttcacctacg agctcttcgt cgttgccccc gtgcgcgtca tctcgcatga 
541 gcgggccatc aagttcgcgc ccatcggact cgccaacatg ctcaacaccg ccggcgccgt 
601 gcaggcgttc gaggccaaga aagatgctag cggcgtcacg gcagaggtgt tcgtgaaggg 
661 cgcaggggag ctggtggcgt actcgtcggc gacgcccagg ctctgcaagg tgaacggcga 
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721 cgaggccgag ttcacgtaca aggacggcgt ggtcaccgtc gacgtgccgt ggtcggggtc 

781 gtcgtcgaag ctgtgttgcg tccagtacgt ctactgagcc ggacgggccg atgactctgc 

841 gtctctgctc cctgctggcc tgctcaggac ataatctaat gtttagagct taccaggttt 

901 tacagctcta tcagtttact tttgtttttc tgctcttcgt tttttaagaa ttatttctat 

961 tgtgtgaatt aatgagtgct ttccttctaa aaa 
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□ 1: E36417. Raffmose synthas...[gi:13019215] 


Links 


LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 


REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 


E36417 2690 bp DNA linear PAT 18-JUN-2001 

Raffinose synthase gene. 

E36417 

E36417.1 GI:13019215 
JP 2000014389-A/l. 
Brassica juncea 
Brassica juncea 

Eukaryot a / Viridiplantae / S t reptophy ta ; Embryophyta ; Tracheophyt a ; 
Spermatophyta; Magnoliophyta; eudicotyledons ; core eudicots; 
Rosidae; eurosids II; Brassicales; Brassicaceae ; Brassica. 
1 (bases 1 to 2690) 
Eijiro,W. and Kenji,0. 
Raffinose synthase gene 
Patent: JP 2000014389-A 
SUMITOMO CHEM CO LTD 


1 18-JAN-2000; 


OS 
PN 
PD 
PF 
PR 
PI 
PC 


Brassica juncea 
JP 2000014389-A/l 
18- JAN-2000 

10-DEC-1998 JP 1998351246 


EIJIRO WATANABE , KEN J I OEDA 

C12N15/09,A01H5/0 0,C12Nl/21,C12N5/l0,C12N9/88,C12Ql/68// PC 
(C12N1/21 / C12R1:19) , (C12N5/10 , C12R1 : 91) , (C12N9/88 , C12R1 : 19) , PC 
(C12N9/88 / C12Rl:91) / C12N15/00 / C12N5/00 / (C12N5/00 , C12R1 : 91 ) CC 


FH 
FT 


Key 
CDS 


FEATURES 

source 


648 a 


Location/Qualifiers 
(134) . . (2467) . 

Location/Qualifiers 

1. .2690 

/organism^ "Brassica juncea" 
/db_xref ="taxon: 3707" 

608 c 668 g 765 t 


1 others 


BASE COUNT 
ORIGIN 

1 accaatccaa aatctcatca aataatcgca attaggggaa gtttacaaga ttcatcatct 

61 ccgttactat ataactacgc tcttcttcct tcgcctaatc caacttaacc taaaaaccac 

121 tctatcagcg aaaatggctc caccgagcgt aattaaatcc gatgctgcag tcaacggcat 

181 tgacctctcc ggaaagccgc ttttccggct agagggttcc gatctcctag ccaatggtca 

241 cgttgtctta accgatgtac cggttaacgt gactgtcact gcttcacctt acctagctga 

3 01 caaagacgga gaaccggttg acgcctccgc tggttcattc atcgggttta atctcgacgg 

361 tgagccacga agccgccacg tggcgtccat cggtaaactc agggatattc gattcatgag 

421 catattccgt ttcaaggttt ggtggactac tcactgggtc ggttccaaag gatccgacat 

481 cgagaacgag acccagatca tcatcctcga gaactccggg tcgggtcgtc cttatgttct 

541 tcttctgccg cttcttgaag gctctttccg ttcatccttt cagcctgggg aagacgatga 

601 cgtggcggtt tgtgtcgaat ccgggtcgac ccaggtgacc gggtcggagt ttcgtcaagt 

661 tgtgtatgtt cacgccggag acgatccgtt caagctcgtg aaagacgcga tgaaggtggt 

721 tagggttcat atgaacacct tcaagctctt ggaagagaag acrccgccgg gaatcgtcga 

781 taagttcggg tggtgcacgt gggatgcgtt ttatttgacg gtgaaccctg acggagttca 

841 taagggtgtt aagtgtctcg tcgacggtgg ttgtccgccg ggattggtcc taatcgacga 
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901 cggttggcaa tcgattggac atgactccga 
961 cgtcgccggg gagcaaatgc cttgcaggct 
1021 agactacgtc tctccgaaag acaaaaacga 
1081 gaaagaagaa ttctccaccg ttgattacat 
1141 gggtggtctt cgtcccggag ctcctactct 
1201 ctcgccgggg cttaagttga cgatgcaaga 
1261 aatcggattc gtctcgccgg acatggcgaa 
1321 tcaaaacgtc ggtattgacg gcgttaaagt 
13 81 cgagaaatat ggcgggagag tagacttggc 
1441 agtgaataag cattttgacg gtaacggcgt 
1501 catgttcctt ggaaccgaag ccatctctct 
1561 ggatccatca ggcgacataa acggcacata 
1621 tgcctacaac agtctttgga tgggaaattt 
1681 cacacatcct tgtgctgagt tccatgctgc 
1741 catcagcgat tgtgtgggcc agcacgattt 
1801 cggttcgatt ttgaggtgtg agcactatgc 
1861 ccctcttcat gatggcaaaa ccatgctcaa 
1921 tattggagca ttcaactgcc aaggaggagg 
1981 cttctcccaa tgcgttaaca cgttaaccgc 
2041 cagtgggaac aacccaatct ccgttgaaaa 
2101 gtctaagaag cttgtgttgt ctggaccaaa 
2161 caagtttgag ctaatcactg tctcaccagt 
2221 tgctccaatc ggattggtta acatgctaaa 
2281 tcatgaggaa tccgttgaga ttggagttcg 
2 341 aaggaaacct gcgagctgca aaattgatgg 
2401 aatggtgatg gttcaagtgc cttggtctgc 
2461 gttttagagt ttccgaaggt gcttatttgt 
2521 gtgccgtttc tttttctata tggtttctga 
2581 tataattatt ggcttttaag tgatttgttt 
2641 tgcccctatt atttttcata tttatttgtg 


tggtatcgat gttgaaggga tgagttgtac 
tctgaaattt caagagaact tcaagttcag 
agtcgggatg aaagctttcg tcagagatct 
ctacgtctgg cacgcgcttt gcggctactg 
tccgccctca actattgtcc ggccagagct 
tctcgccgtt gataagattg tcgataccgg 
tgagttttac gaaggtcttc actctcatct 
tgacgtcatc cacatattgg agatgttgtg 
taaagcttac ttcaaggcgt taacttcctc 
tatcgctagc atggagcact gtaatgattt 
aggtcgtgtc ggtgatgact tttggtgcac 
ttggctgcaa ggatgccaca tggtccactg 
catccagcct gattgggaca tgtttcagtc 
ttctcgtgcc atctccggtg ggcccattta 
cgatctcttg aagcgactcg tcttgcctga 
actcccaact cgtgaccgtc tctttgaaga 
gatttggaac ttgaacaagt acactggaat 
atggtgcaga gaaacccgac gcaaccaatg 
cacaacaaat cctaaggacg ttgaatggaa 
cgttgaagag tttgctttgt tcttgtctca 
cgatgatctc gagatcactt tggagccttt 
tgtcactatt gagggtagtt cggttcagtt 
cactagcggt gcaattcgat ccttggtgta 
tggtgctgga gagttcaggg tttatgcatc 
tgaagttgtt gagtttggat acgaagagtc 
acccgagggt ttgtcttcta ttaagtatga 
atccttctaa actccttaat tatgagctcc 
gagtgaacat ctaatattta cccactaggg 
ttgaactgtt tttagtggtg taatttgtac 
aaagataaaa aaaaaaaaaa 
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